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Pyruvate dehydrogenase (PDH) and 2-oxoglutarate dehydrogenase (ODH) from
Corynebacterium glutamicum exist as a unique hybrid complex in which CgElp and CgElo simultaneously
associate with the CgE2-CgE3 subcomplex. In this study, we have elucidated the molecular structure
of the hybrid complex, including the subunit composition. In vivo and in vitro studies revealed that
the hybrid complex has a compact size compared to PDH and ODH from E. coli. In addition, the
existence of mechanisms that flexibly regulate PDH and ODH activities, including differences in the
binding affinities of the two E1 subunits for the CgE2 subunit, acetylation of the CgE2-PSBD domain,
and CgElo multimerization, was suggested.
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