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Development of enzymatic conversion using Rhodococcus cells expressing
heterologous genes
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Rhodococcus host was suitable for expression of heterologous genes with
high GC content, and the enzyme maintained stable activity in the host cells. Rhodococcus cells were
resistant to organic solvents, and the enzyme expressed in the cells maintained higher activity in

reactions in the presence of organic solvents than in the case of the E. coli host. In the
conversion of substances by the Rhodococcus host, the enzyme activity remained stable even in a long
reaction time, and substrate transformation at high concentrations, which could not be obtained

with the E. coli host, was possible.
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