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Heterologous production of Lasso peptides based on bacterial genomic information
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Middle-molecular-weight peptides are attracting attention for their
properties that combine the characteristics of antibodies and low-molecular-weight peptides, and are
expected to be applied to medicine. Lasso peptides are cyclic peptides that are attracting
attention as targets for drug discovery due to the protease resistance and bioactivity. In this
research project, we succeeded in producing several peptides by heterologous production. We
established a heterologous production system using Sphingomonas as a host. Furthermore, we have
successfully produced a novel peptide koreansin in a different host using the system. The chemical
structure was elucidated using NMR and MS spectra, and NOE experiments were performed to clarify the
three-dimensional structure.
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