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In this study, to understand the frequency with which each isodecoder tRNA
reads its corresponding codon during protein synthesis, i.e., tRNA usage, we successfully
established a method to analyze peptidyl-tRNAs during translation elongation in cells and cell-free
translation systems and measured the tRNA usages for each codon. The results showed that the tRNA
usages did not correlate with the relative abundance of each tRNA in tRNA pool and varied depending
on the codon species. These findings indicate a mechanism of translation regulation based on the

tRNA usage.
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