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Analysis of Colletotrichum fungi recognition systems consisting of dual
resistance protein
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Plants recognize pathogen attacks by AVR effectors secreted by pathogens
through resistance (R) proteins. Recently, we 1dentified two sets of resistance (R-) genes within
the genome of Arabidopsis thaliana, which trigger defense responses against the fungal pathogen
Colletotrichum higginsianum. These genes consist of RPS4/RRS1, a dual R-gene locus situated on
chromosome 5, and RCH1 located on chromosome 4. Each of these proteins independently confers
resistance to anthracnose. On the other hand, the RCH1 protein discovered in this study lacks the
typical domain structure found in known R proteins. Future research characterizing RCH1 may provide
further insight into disease control strategies against anthracnose.
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NB: Nucleotide Binding site
LRR: Leucine-Rich Repeats
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