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Elucidation of Gibberellin and sugar signals in flower induction in citrus
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A decrease in the number of flowers in the following spring was confirmed in
the plots sprayed with GA, supporting the results of previous reports. On the other hand, the
number of new leaves tended to increase, suggesting that the decrease in tree vigor was alleviated
by GA spraying. No significant difference was found for amino acids and sugars. It is necessary to
increase the number of iterations and analyze in the future. Gene expression analysis by RNAseq
confirmed that genes encoding PEBP family proteins and genes responsive to plant hormones were among
the genes whose expression increased. On the other hand, among the genes whose expression was
decreased, sugar metabolism-related enzyme genes were confirmed. These genes may have been involved
in flower bud suppression in response to GA.
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