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Mangifera indica L. cv. Irwin is known for its excellent taste and
productivity, but it is also susceptible to anthracnose as it matures, making quality control
difficult. This project focused on the storage pathway of monoterpene alcohols, which have excellent

chemical defense functions, and explored the physiological factors involved in fruit vulnerability.
As a result, comprehensive genomic information was obtained for this cultivar, and a group of
UDP-glycosyltransferases specific to the storage of monoterpene alcohols was identified.
Furthermore, the results revealed that the biosynthetic efficiency of glycosidically bound
monoterpene alchols in fruit is linked to maturation and that this phenomenon may be due to the
characteristics of the secondary metabolic system rather than the glycosylation pathway.
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Crystal structure of mango a 1,3/a 1,4-fucosyltransferase elucidates unique elements that 2024

regulate Lewis A-dominant oligosaccharide assembly
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