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Genetic factors determining the flowering time of Chrysanthemum seticuspe
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Flowering time, heat torlerance of flowering, suboptimal long-day (13 hours
daylenght) flowering, and reaction time were investigated and QTL analysis was conducted using the
F2 population of Chrysanthemum seticuspe. Three QTL were detected in flowering time. The QTL of
linkage group 2 (LG2) overlaped with the reaction time QTL. The QTL in LG4 overlaoed with QTL of
reaction time and heat torlerance of flowering. The QTL of LG6 overlaped with the QTL for suboptimal

long-day flowering. The fact that the genetic regions affecting the flowering time are composed of
the genetic region of heat torlerance of flowering, suboptimal long-day flowering, and reaction time
indicates that these factors are strongly involved in determining the flowering time.
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