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Elucidation of molecular mechanism and varietal variation of flesh reddening in
peach fruit
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In this study, we analyzed the red coloration of peach at the genetic level.
In particular, we identified genetic variants responsible for inter-varietal diversity in
coloration traits.
Some peach trees do not synthesize the natural red pigment anthocyanin, producing fruits that do not
turn red and pure white flowers. We studied 16 species of trees, including ‘ Terute Shiro’ and
Kanpaku’ , and found that all of them have one of four mutations in the GST gene.
Furthermore, there is a variety of peach with white-and-red variegated coloration of petals. By
studying five trees of three species, including * Genpei Shidare’ and ‘ Houkimomo’ , we found that
they have one of the mutations identified above, a transposon insertion in the GST, and that the
release of the transposon results in the variegated flower trait.
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