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Analysis of pathogenicity of Peanut stunt virus (PSV) and construction of
resistant peanuts against PSV

Suzuki, Masashi
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We identified the PSV factor as the coat protein (CP) and cloned CP into a
plasmid for the yeast two-hybrid system.
We prepared a cDNA library from peanut plant (cv. Starr), and screened it on nutrient-requiring
medium by the yeast two-hybrid method to search for factors interacting with CP in the PSV-P1 strain
that induces stunting.
As a result, about 70 positive clones were obtained. Their sequences are currently being analyzed.
Unfortunately, we could not identify the factors due to the effects of COVID-19 on the students”
health and research restrictions, but further results are expected.
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