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Identification and functional analysis of antibacterial proteins isolated for
plant pathogen control.
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Among Bacillus thuringiensis isolated for the purpose of controlling plant
pathogenic fungi, strain A297 exhibits antibacterial activity against the potato scab pathogenic
Streptomyces strains. As a result of purifying the antibacterial protein produced by this strain, it

became clear that it produced two kinds of antibacterial proteins. These antibacterial proteins
have no homology with proteins whose functions have been elucidated so far, and were found to be
novel functional proteins. The mechanism of action of the antibacterial protein was analyzed by
fluorescence staining using the presence or absence of membrane damage as an index. As a result of
microscopic observation, it was suggested that the antibacterial protein isolated in this research
project dﬁmaged the cell membrane of the potato scab pathogenic Streptomyces strains and inhibited
its growth.
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