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Insects have evolved various mechanisms of sex determination. Mosquitoes are
important vectors of diseases, making understanding their sex determination mechanisms crucial. The
aim of this study is to identify genes determining sex in mosquitoes of the genus Culex and

elucidate the molecular mechanisms of sex determination in this group of mosquitoes. In this study,
we identified sequences of a male-specific gene from two different species of mosquitoes belonging
to the genus Culex and investigated their evolutionary relationship with homologous genes in other
mosquitoes. Additionally, transcriptome analysis during embryonic stages, when genes are expressed
in sex determination, was conducted, revealing genes that are specifically expressed in males and
females. However, no genes associated with known sex determination genes were found.
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