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Development of a method for the finding of small populations of trees
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The objective of this study was to develop an efficient method for detecting

small numbers of individuals based on GIS analysis and environmental DNA analysis. Using Ostrya
japonica in Chiba Prefecture as an example, GIS analysis, ecological niche modeling, and satellite
data were used to estimate potential growing areas in 12 regions. These included two areas where
Ostrya japonica growth had been recorded in the past, in addition to the two referenced areas. For
environmental DNA analysis, we succeeded in developing a probe specific to Ostrya japonica.
Furthermore, amplicon analysis was performed using the trnLP6loop region of chloroplast DNA from
pond water near where Ostrya japonica grows, and we were able to detect 7 genera of tree species,
and also confirmed a tree species presumed to be Ostrya japonica.
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