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New methods for isolation and screening of wild strains were developed for
the oil-producing microalga Botryococcus braunii. By using the methods, a total of 600 wild strains
have been isolated from Japan and Indonesia. Screening of fast-growers identified a novel
fast-growing strain (OIT-678) which has a doubling time of 1.2 day. As a new tool for mutagenesis, I

have investigated the activation of internal transposable sequences. From the transcript database
of Showa strain, transposon-like genes were identified, and four transcriptionally-active
retrotransposons were identified in the genome. For these retrotransposons, a high-throughput
method for analyzing transposon insertion polymorphisms was developed.
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BoTIPseq: Transposon-insertion polymorphism sequencing
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TP1 7,446 106 101 (98%) 7 (6%)

TP2 6,115 21 14 ( ) 8 (38%) 4=
TP3 17,320 131 111 ( ) 20 (15%)
TP4 5711 40 30 ( ) 10 (25%)

. " T showa genome database: Browne et al (2017) Genome Announc. 5: €00215
250-mL Culture bottles after 20-days cultivation of
the Showa strain in a variety of stress conditions.
X10. &R b L RAEHET THEE L 1=-Showatk % in total number of insertion sites detected by BoTIPseq
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