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In this study, we examined the effects of recombinant flagellins from high

and low virulent strains of Edwardsiella tarda (E. tarda) on macrophage cell line in terms of the

induction of NO, intracellular ROS, and TNF-a and so on. As the results, both recombinant
flagellins induced NO production, mRNA expression level of iNOS, and intracellular ROS production in

macrophages. Also, the secretion of TNF-a and its mRNA expression level were increased by
treatment of both flagellins. These results indicate that the recombinant flagellins from different

virulent E. tarda strains can stimulate macrophages with nearly equal levels as judged by the
parameters tested, even though they are differences in the structure and molecular weight.
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