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Crystal structure of the C-terminal domain of envelope protein VP37 from white
spot syndrome virus

Suzuki, Mamoru

3,300,000

VP37 X VP28
WSSV

2.51A VP37 X

Research to determine the 3D structures of infection-associated molecules to
elucidate the infection mechanism of crustacean acute viremia has just begun. In this study, we
elucidated the X-ray crystal structure of VP37 and proposed a model of its complex with
infection-associated VP28. We hope that the results of this study will be used in future studies to
elucidate the mechanisms of WSSV infection and the important information base for the prevention and
protection of crustacean acute viremia.



White Spot Syndrome Virus WSSV

100%
X
VP37
VP37/VP28
WSSV
VP37 VP28
VP37 VP37 WSSV
VP28 RNA
VP37 VP28

(Liu et. al.,2009)
VP37 F1 ATP synthase B
al.,2013

et. al.,2009) PmRab7(Verma et. al.,2013)
WSSV VP28
et. al.,2007) VP37

ELISA

WSSV
VP37
VP37
VP37/VP28
VP37 VP37/VP28
VP37

VP28
VP37/VP28

WSSV VP37

VP37 WSSV

Zhan et.
RGD
VP28 Hsc70 (Xu

(Tang

VP37/VP28

VP37 VP28
Western blot

WSSV



1-SAD

S-SAD Se-MAD VP37
S-SAD AF/F 0.5%
1.54 AF/F - 0.75%
VP37
Pongsak
Khunrae VP37 X
KEK-Photon Factory BL-17A
Pilatus 6M
0.98A S-SAD 2.00A X 1°
1 360 5400
XDS
SAD 0.98 A
2_.51A
8 B

VP28
WSSV



8 8 1 3

Murakawa Takeshi Suzuki Mamoru Fukui Kenji Masuda Tetsuya Sugahara Michihiro Tono 78

Kensuke Tanaka Tomoyuki Iwata So Nango Eriko Yano Takato Tanizawa Katsuyuki Okajima

Toshihide

Serial femtosecond X-ray crystallography of an anaerobically formed catalytic intermediate of 2022

copper amine oxidase

Acta Crystallographica Section D Structural Biology 1428 1438
DOl

10.1107/52059798322010385

Masuda Tetsuya Okubo Kyohei Baba Seiki Suzuki Mamoru Tani Fumito Yamasaki Masayuki Mikami 389

Bunzo

Structure of thaumatin under acidic conditions: Structural insight into the conformations in 2022

lysine residues responsible for maintaining the sweetness after heat-treatment

Food Chemistry

132996 132996

DOl
10.1016/j . foodchem.2022.132996

Murakawa Takeshi Suzuki Mamoru Arima Toshi Sugahara Michihiro Tanaka Tomoyuki Tanaka Rie 77

Iwata So Nango Eriko Tono Kensuke Hayashi Hideyuki Fukui Kenji Yano Takato Tanizawa

Katsuyuki Okajima Toshihide

Microcrystal preparation for serial femtosecond X-ray crystallography of bacterial copper amine 2021

oxidase

Acta Crystallographica Section F Structural Biology Communications 356 363
DOl

10.1107/S2053230X21008967

Somsoros Wasusit Sangawa Takeshi Takebe Katsuki Attarataya Jakrada Wongprasert Kanokpan 102

Senapin Saengchan Rattanarojpong Triwit Suzuki Mamoru Khunrae Pongsak

Crystal structure of the C-terminal domain of envelope protein VP37 from white spot syndrome 2021

virus reveals sulphate binding sites responsible for heparin binding

Journal of General Virology

DOl
10.1099/jgv.0.001611




Li Hongjie et al. 8

Capturing structural changes of the S1 to S2 transition of photosystem Il using time-resolved 2021

serial femtosecond crystallography

1UCrJ 431 443
DOl

10.1107/S2052252521002177

lijima Hiroshi Takebe Katsuki Suzuki Mamoru Kobayashi Hiroko Takamiya Tomoko Saito 68

Hiroaki Niwa Norio Kuwada-Kusunose Takao

Crystal Structure of Catechol O-Methyltransferase Complexed with Nitecapone 2020

Chemical and Pharmaceutical Bulletin 447 451
DOl

10.1248/cpb.c20-00011

Sugahara Michihiro Motomura Koji Suzuki Mamoru Masuda Tetsuya Joti Yasumasa Numata Keiji 10

Tono Kensuke Yabashi Makina Ishikawa Tetsuya

Viscosity-adjustable grease matrices for serial nanocrystallography 2020

Scientific Reports 1371 1371
DOl

10.1038/s41598-020-57675-7

Murakawa Takeshi Kurihara Kazuo Shoji Mitsuo Shibazaki Chie Sunami Tomoko Tamada Taro 117

Yano Naomine Yamada Taro Kusaka Katsuhiro Suzuki Mamoru Shigeta Yasuteru Kuroki Ryota

Hayashi Hideyuki Yano Takato Tanizawa Katsuyuki Adachi Motoyasu Okajima Toshihide

Neutron crystallography of copper amine oxidase reveals keto/enolate interconversion of the 2020

qguinone cofactor and unusual proton sharing

Proceedings of the National Academy of Sciences

10818 10824

DOl
10.1073/pnas.1922538117




13 0 1

143

2023

RNase Hel H

143

2023

Katsuki Takebe, Tomoko Shirai, Yuma Handa, Kaori Fukuzawa, Mamoru Suzuki, Takao K

Investigation of hydrogen bond network in the active center of catechol O-methyltransferase by X-ray crystallography and FMO
method

CBI )

2022

Takeshi Murakawa , Mamoru Suzuki, Kenji Fukui, Tetuya Masuda, lkuko Miyahara, Takehiko Tosha, Takato Yano, So Iwata, Eriko
Nango, Katsuyuki Tanizawa, Toshihide Okajima

Molecular movie of the catalytic reaction of bacterial copper amine oxidase conducted by mix and inject serial femtosecond X
ray crystallography

Molecular Movies International Symposium 2022

2022




63

2021
Fangjia Luo
3
2021
RNase Hel 3 -GMP
142
2022
COMT 0- : Opicapone SAM SAH
142

2022




COMT

142

2022

comT/

48

2020

43

2020

43

2021




43

2021

King Mongkut®s University of
Technology

King Mongkut®s University of
Technology

Synchrotron Light Research
Institute

Mahidol University

King Mongkut®s University of
Technology

Synchrotron Light Research
Institute

Mahidol University




