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Applying mixed omics-based approach for elucidation of diurnal changes in the
rumen fermentation
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i _ In this study, we conducted two feeding trials and found that multiple amino
acids can be used as indicator compounds suitable for monitoring rumen fermentation. In addition,

we investigated diurnal changes in the concentration of identified compounds and other index
compounds iIn the rumen, and In the composition of rumen microbial communities. All indicators were
stable throughout the day in the 2-time and 4-time feeding procedure, while feeding once a day
caused excess rumen fermentation in a day, depended on the bacterial flora of each animal.
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