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Efficacy and behavior of lactic acid bacteria using neurotransmitters as
growth-promoting factors under host stress
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This study was conducted to establish a new concept of functional feeds and
foods that prevent and improve the deterioration of intestinal microflora due to stress response by
using beneficial lactic acid bacteria whose growth is promoted by neurotransmitters. We developed a
new culture method of lactic acid bacteria and a feed pelleting process. The whole genome sequence
of the strain LO0C82 was successfully obtained, leading the knowledge that the stress-induced
behavioral ataxia can be expected to be improved by the strain. The analysis of the intestinal
microflora after feeding the strain LOOC82 suggested that changes in the intestinal microflora,
including LOOC82 itself and some bacterial groups that are affected by LOOC82 administration, may
promote nest building behavior by the strain LOOC82.
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