©
2020 2023

Association of proviral load and the number of infected cell in bovine leukemia
virus infection
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Bovine Iymﬁhoma virus (BLVB infects bovine lymphocytes %B cells) and is
incorporated as a provirus in the host"s DNA. The blood provirus level is therefore said to be
proportional to the number of infected cells and is known as an indicator for assessing infectivity.
However, the amount of provirus in the blood alone does not explain the infectivity of many
individuals. One reason for this is the multiprovirus, in which several proviruses infect a single
cell. Therefore, based on the hypothesis that the number of inserted proviruses per infected cell
affects infectivity, this study established an absolute quantification method to measure proviruses
with high accuracy using digital PCR technology. Furthermore, this technology was implemented in

society as a diagnostic test method.
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