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There have been no reported cases of human Middle East respiratory syndrome
(MERS) in Africa, despite the presence of MERS coronavirus (MERS-CoV). Previous studies have shown
that recombinant MERS-CoV carrying the S protein of an Ethiopian isolate replicated slower and was
more easily neutralized relative to MERS-CoV carrying the S protein of a Middle Eastern isolate. In
this study, we investigated the amino acid(s) in S protein associated with the different viral
characteristics between Ethiopian and Middle Eastern MERS-CoVs. The results revealed that a single
amino acid difference in the receptor binding domain was sufficient to reverse the neutralization
profile. This implies that slight genetic changes can alter the predominant population of MERS-CoV,
similar to the transition of variants of severe acute respiratory syndrome coronavirus-2. Careful
genetic monitoring of isolates is important to detect the spread of possible virulent MERS-CoVs
generated by mutation(s).
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