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In this study, we found a correlation between chromatin structure and
histone incorporation. In the case of transcriptionally repressed, highly condensed chromatin,
histone incorporation occurs only by a mechanism coupled to DNA replication. While in the case of
transcriptionally active, less condensed chromatin, histone incorporation occurs in a DNA
replication-independent manner. This indicates that the localization of each histone variant on
genomic DNA is regulated by chromatin structure.
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RhIP assay (Recongtituted histone complex Incorporation into chromatin of Permeabilized cell)
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