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Role of protein histidine methylation
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As a result of trying to search for the targets of METTL18, we discovered
that RPL3, a ribosomal protein, is the substrate. We analyzed the effects of RPL3 methylation and
METTL18 on ribosome translation function in collaboration with RIKEN"s lIwasaki RNA Systems
Biochemistry Laboratory.

We also identified multiple substrate proteins that undergo His-methylation by CARNMT1. Among them,
the methylation rate of His37 of U2AF1 was almost 100%, and it was revealed that splicing (CE) was
changed in CARNMT1 KO cells or KO mice embryos.
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