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Structural basis for iron-stress-induced protein of cyanobacteria
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In low-iron stress environments, cyanobacteria express IsiA (iron stress
induced gene A), which donates energy to PSI core. In this study, we used atomic force microscopy
(AFM) to visualize the native organization of PSI and IsiA within the thylakoid membranes from
cyanobacterium Anabaena. AFM images showed that PSI complexes were densely packed in thylakoid
membranes. The PSI tetramer has a protruding height of 2-3 nm above the membrane surface and
possesses a characteristic cytoplasmic side structure composed of PsaC, PsaD and PsakE. The
organization of IsiA around PSI remains to be further investigated.
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