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Structural basis of innate immune evasion by Paramyxovirus C protein involving
the binding to the novel counterpart
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Paramyxovirus C proteins are extremely important for viral pathogenesis and
exhibit a variety of functions when bound to target proteins, but not all of their functions can be
fully explained by binding to existing target proteins alone. Recently, host protein X was
identified as the novel counterpart of Sendai virus C protein. In this study, we found that the
C-terminal region of C protein (Y3) and the N-terminal domain of X (XND) are the smallest regions
sufficient for binding to each other. Affinity analysis revealed that Y3 binds to XND with 10-fold
weaker affinity than the existing target proteins. Furthermore, viral infection experiments revealed

that binding to a novel target protein X is important for the sensitivity of SeV to IFN-a .
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