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CENP-SX complex is involved in eukaryotic chromosome segregation and DNA
repair. FANC-M protein is 2000 amino acids long with a helicase domain, CENP-SX binding domain, and
FAAP24 binding domain, but how it recognizes and functions with branched DNA is unknown. In this
study, we expressed and purified each domain and analyzed them biochemically and structurally in
order to solve this mystery. As a result, we succeeded in the preparation of recombinant protein
complexes. DNA binding analysis revealed that they form distinct complexes depending on the DNA
length. In addition, the protein-DNA complexes were crystallized, and high-resolution crystals were
obtained which should reveal the details of the recognition.
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