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Study of the interaction between fibroblast growth factor FGF5 and its receptor
and the inhibitory mechanism of aptamer
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We successfully obtained aptamers that bind to the fibroblast growth factor
5 (FGF5) using Systematic Evolution of Ligands by EXponential enrichment (SELEX) method and find
that the aptamer specifically and tightly binds to FGF5. To reveal the interaction between FGF5 and
aptamer at the atomic coordinate level, we synthesized deletion mutants. As a result, we succeeded
in shortening the aptamer to 42 residues and confirmed that it retained FGF5 binding activity. NMR
analysis of the mutant revealed that the aptamer has two stem-loop structures and a multi-branched
loop. We also established a method to obtain aptamers more efficiently than conventional methods.
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