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In this research project, we identified several ubiquitin-independent
proteasome substrates (UIS) by proteomic screening. Among them, we found that UIS1 is
ubiquitin-independently degraded by proteasomes in vitro and is more efficiently degraded by 20S
proteasomes than 26S proteasomes.

In addition, the proteome analysis improved by this project has contributed to many research, such
as the molecular mechanism analysis of PROTAC (proteolysis-targeting chimera) and analysis of
COVID-19.
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