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MreB is a bacterial cytoskeleton having a similar shape to actin. An
inhibitor A22 is used to study the polymerization of MreB, but it remains unclear which process of
MreB polymerization dynamics are inhibited. A22 addition to Spiroplasma disrupted helical swimming,
suggesting an interaction between A22 and MreB. Structural analysis of Spiroplasma MreB3 revealed
that the differences on ATP hydrolysis site was the cause of slow ATPase. Spiroplasma MreB5 forms a
sheet structure in which several filaments are aligned side by side, and MreB5 continues to
hydrolyze ATP even after polymerized, suggesting the possibility of renewing the filament structure

with a rapid turnover.
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