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Changes in copy number induced by genome instability can drastically affect
the properties of cells and cause cellular abnormalities. Ribosomal RNA genes (rDNAs), which form
repeats on the genome, are maintained by a mechanism that senses copy loss and restores copy number.

In this study, by using budding yeast, we show that the UAF complex, together with the SAGA
complex, acts on the promoter of the SIR2 gene and represses its expression to restore and maintain
the copy number of the rDNA. We also revealed that the coding region of the extrachromosomal DNA
fragment present in the SIR2 gene promoter is another gene that is responsible for the protein
aggregate accumulation, which was thought to be the function of SIR2.
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