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The purpose of this study was to clarify the physical properties and
mechanism of action of the insulator. We attempted to apply CRISPR-Cas3, which can introduce a wide
range of large deletion mutations, to sea urchins, but it was not successful, indicating that
further improvement is needed. Furthermore, we tried to use knock-in for functional deletion, but
although knock-in products were detected, their efficiency was very low. Various treatments to
inhibit NHEJ were carried out, but no significant improvement in efficiency was obtained.

To correlate physical properties of DNA with their insulator activity, we used lambda DNAs
exhibiting various physical properties, and we found that each of them had a different effect on
enhancer/promoter communication.
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