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Elucidation of the molecular mechanisms governing totipotency in mouse embryos
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In this study, | used the mouse as a model to examine the role of
higher-order nuclear DNA structures found in 2-cell stage embryos in the property of totipotency. 3D
DNA-FISH analysis revealed a hub-shaped interaction between chromosome 17 and chromosome 11. On the
other hand, while motif analysis suggested the involvement of Cuxl protein in hub formation in
2-cell mouse embryos, Cuxl-knockout mice develop up to 9.5 days of gestation. These results
indicated that Cuxl is not a factor involved in totipotency itself.
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