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Global proteomic analysis of the PINK1-Parkin pathway and elucidation of
mitochondrial regulation
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Recent studies have elucidated the molecular mechanism by which the
serine/threonine kinase PINK1 and the ubiquitin ligase Parkin, the causative gene products of
familial Parkinson®s disease, cooperate to selectively remove damaged mitochondria through
autophagy. In this study, we have identified and quantified new interacting proteins with PINK1 and
Parkin by proteomic analyses such as immunoprecipitation-mass spectrometry (IP-MS) and targeted mass

spectrometry (parallel reaction monitoring: PRM). Our results suggest that TIM23 interacts with
PINK1 to prevent degradation of PINK1 by inner membrane proteases in damaged mitochondria.
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