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Analysis of generation and function in two germ layar stem cells in spinal cord
regeneration
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To investigate alternative expression genes in newt spinal cord

regeneration, we performed transcriptome analysis. As a result, many genes were upregulated while a
few genes were downregulated indicating that entire gene expression is activated during spinal cord
regeneration.
High expression genes higher than 5-fold compared with intact spinal cord, were 30 genes and we
refer them as Spinal Cord Regeneration Genes (SCRGs). Out of SCRGs, approximately one-third genes
were shared genes with mammals, approximately one-third of SCRGs were conserved genes between fishes

and amphibians, and one-third of SCRGs were unknown genes. Conserved genes with the unknown genes
were not found among vertebrates suggesting that they are newt-specific genes and relate to stem
cell regulation in spinal cord regeneration.
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Silencing of miR-505 suppresses the malignant phenotype in glioma stem cells by targeting AUF1
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