©
2020 2023

The design of the silica cell wall to be elucidated using Palma algae.
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A common feature of Palmae and siliceous algae is that they have a cell wall

composed mainly of silica. Previous studies using siliceous algae have discovered several proteins
that together with silica constitute the cell wall, but the role of these proteins in the cell
during cell wall formation has not been fully elucidated because it is difficult to artificially
create cells without a cell wall in siliceous algae. In this study, genes involved in cell wall
formation will be identified by screening of cell wall-deficient strains, transcriptome analysis
(RNA-seq analysis), biochemical analysis and genome analysis, in order to clarify the mechanism of
silica cell wall formation using Palmerophyceae, which can arbitrarily control cell wall synthesis,
unlike silicophytes. ldentification of genes involved in cell wall formation.
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