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In this study, we explored molecular genetic mechanisms underlying
diversification in female reproductive traits that drive reproductive niche differentiation in
bitterling fishes. Detailed analysis of intraspecific variation in Tabira bitterling as a model
system revealed important and novel results for two reproductive traits (ovipositor and egg shape):
(1) transcriptomic basis underlying ovipositor elongation mechanisms and adaptive differentiation of

ovipositor length, and (2) the possibility that differences in contraction width after nuclear
membrane collapse of actin-dependently elongated egg cells upon final maturation may be involved in
egg shape variation.
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