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Taxonomic studies on novel discobids for more precise understanding of their
diversity and the form ancestral eukaryotic cell.
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The strain YPF-PP, which was one of the main targets in this research
project, was identified as an undescribed species belonging to a novel subphylum in Discoba by
molecular analyses and morphological observation. The strain YPF1504 was described as a new species
in Apusomonadida, which was also one of the early branching eukaryotic lineages. It had been
suggested as a member of Discoba in the initial observation, but it tuned out that it was an
apusomonad. The large-scale phylogenetic analysis was conducted to understand the phylogenetic
position of Diuscoba as well as the whole eukaryotic relationship, and based on this result, a novel

eukaryotic assembly was proposed. A novel narnavirus was also detected and reported from the one
protist strain that was established in this research project.
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