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Trichosporonales (subphylum: Agaricomycotina; phylum: Basidiomycota) is a
taxon which includes causative agents of both deep-seated and superficial mycoses, as well as
strains that have high potential as oleaginous yeasts, indicating the high metabolic and functional

activity of this taxon. As teleomorphs have not yet been reported in this group, this study was
conducted to clarify the reason behind this high activity. Chromosome-level genomic information from
Cutaneotrichosporon cavernicola strains indicate that one strain has a heterozygous genome, and the
other strains presumably include the parental genomes of the heterozygous genome strain. We suggest
that this group of strains is a suitable model for future studies of iIntraspecific or interspecific
hybridization and for speciation research .
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