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Identification of genomic changes associated with social evolution of termites
by comparative genomic analysis
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The evolution from solitary to eusociality is one of the major transitions

in the history of biological evolution, giving rise to a new hierarchy of society, and is a
particularly noteworthy phenomenon in biology. In this study, we examined natural selection on genes
during the evolution of sub-social cockroaches and eusocial termites. As a result, positive
selection was detected in genes considered important in the establishment of parent-offspring
relationships and in genes related to flight ability. In the future, it will be of utmost importance
to comprehensively elucidate the genomic changes that have occurred during the evolutionary process
of these genes.
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