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In this study, to elucidate the structural basis of the collagen-dependent
immunosuppressive mechanism of the LAIR family, we identified the site of structural change upon
collagen binding by chemical shift perturbation analysis using NMR. Molecular modeling was used to
construct collagen-binding models of LAIR1 and LAIR2, and collagen model peptides were designed to
bind one or two LAIR molecules. Co-crystallization of LAIR2/model peptide complexes was
investigated. The binding free energies between LAIR2 and collagen model peptides were evaluated by
MD simulation.
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