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Regulation of novel inflammatory helper T cells differentiation at low
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Th9 cells are a newly identified inflammatory helper T cell subset that
primarily produce IL-9 and have been reported to be involved in the pathogenesis of allergic airway
inflammation such as bronchial asthma and in tumor immunity. It has been suggested that Th9 cell
differentiation is negatively regulated by retinoic acid signaling. In this study, we explored the
involvement of ligand-dependent repressors in the negative regulatory mechanism of Th9 cell
differentiation. As a result, we found that ligand-dependent repressor: NRIP is specifically
expressed in Th9 cells and is actually involved in the repression of IL-9 gene expression.
Furthermore, we investigated the regulatory mechanism of the NRIP gene expression in Th9 cells. We
found that NRIP gene expression requires TGF-B signaling, which are involved in the induction of
Th9 cell differentiation and retinoic acid.
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