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Producing the luminamicin analogs by genetic engineering
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i The biosynthetic gene cluster of luminamicin, an anti C. difficile agent,
was predicted from the genome sequence of OMR-59. The deletion mutant of each gene, which may

involve the coupling of the northern and southern parts, was generated. The LC/UV analysis of the
metabolites indicated that those genes were important for the biosynthesis. Furthermore, the
intermediates (or shunt products) of luminamicin biosynthesis were isolated from the culture broths.
We evaluated the antibiotic activity of those compounds against C. difficile, but they did not have
the activity. This result gave the information of structure and activity relationship.
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