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Development of cancer immunotherapy pinpointing tumor cells of lung
adenocarcinoma

Nakashima, Mikiro
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This research is to identify molecules that serve as markers that allow
cancer immunotherapeutic drugs to act selectively only on tumor cells to be treated, and to identify
the abnormal molecular shapes. In this study, we first identified multiple candidate markers in the
blood of patients who responded to nivolumab, a cancer immunotherapeutic drug. Then, we developed a
method to identify the partial structure that forms the abnormal shape in this molecule and causes
the functional abnormality, and completed the foundation for identifying the relevant structural
part from patient specimens and connecting it to the development of treatment.
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(p=0.0043, 2.26, 95% 1.19 4.28, AUC=0.76)
4 (peptidyl-prolyl cis-trans isomerase
A, ubiquitin-like modifier-activating enzyme 1, complement component C8 beta chain,
apolipoprotein L1 1 (p=0.0039, 2.56, 95%
1.25 5.23, AUC=0.77) TAA
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) ) Responder (Frequency, %) Non-responder (Frequency, %)
Accession IC-antigen
Before treatment
PQO7737 Profilin-1 47 10
P06733 Alpha-enolase 67 35
P00491 Purine nucleoside phosphorylase 33 5
P15531 Nucleoside diphosphate kinase A 67 35
After treatment
P62937 Peptidyl-prolyl cis-trans isomerase A 73 40
pP22314 Ubiquitin-like modifier-activating enzyme 1 27 0
P07358 Complement component C8 beta chain 47 20
014791 Apolipoprotein L1 80 55
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