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Duplication of chromosome 15ql11-q13 Duplng is known as a pathogenic copy
number variation(CNV) associated with autism spectrum disorder(ASD). However, we still don"t know a
key gene for the pathogenesis for ASD in Dupl5g. In this study, we conducted genetic and
overexpression screening, and identified Necdin(Ndn) as a driver gene for paternal Dupl5q syndrome,
resulting in the development of ASD-like behavioral phenotypes and dendritic spine abnormalities in
mice. We then tried to evaluate whether nuclear or cytoplasmic Ndn is important for abnormal spine
development. We found NLS(Nuclear localization signal) tagged Ndn affected dendritic spine density
and maturity as similar to WT-NDN. We next establish in utero electroporation based target nuclei
RNA seq to identify the downstream genes of Ndn in cortical neurons. We successfully extract high
purity neuronal nuclei from adult cerebral cortex in mice. Our study provides a new insight into the
role of Ndn in paternal 15q duplication.
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