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The exploration of a novel predictor of immune-checkpoint inhibitor treatment
efficacy in non-small cell lung carcinoma

Saito-Koyama, Ryoko
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This study reveals that nuclear shape irregularity-related factors
represented by aspect ratio, circularity, roundness and solidity, are significantly associated with
PD-L1 expression in lung squamous cell carcinoma (LUSQ). In addition, LUSQ cases with high PD-L1
expression and severe nuclear atypia demonstrate C10orf71 and COL14Al mutations more frequently.
Practically, immunohistochemical expression level of PD-L1 in tumor is the most important methods
for the determination of immune-checkpoint inhibitor (ICI) treatment. However, tiny specimens can be

falsely evaluated as negative due to the heterogeneity of PD-L1 expression. When LUSQ tumor cells
show severe nuclear shape irregularity, even if the first examination resulted in PD-L1 expression
negativity, it may be worthy trying another examination using other specimens. Furthermore,
examination about the function of COL14A1 and C10orf71 will be required in order to elucidate the
significance of these extracted factors in LUSQ.
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The exploration of significance of nucleus atypia as a predictor of immunotherapy in lung squamous cell carcinoma
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