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Analysis of novel miR-143/p38 signaling in mice and human breast cancer cells
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We found that the expression of p38 was downregulated in the hearts of the
transgenic mice expressing miR-143 (alpha MHC/143/145TG) at a high level. We made a series of mice
which had various deletion in the 3' UTR of p38 and crossed them with alpha MHC/143/145TG mice. We
found that the deletion of about 200 base pairs containing one possible target site for miR-143
restored about half of p38 expression suppression in alpha MHC/143/145TG mice hearts, suggesting
that overexpression of miR-143 actually suppressed p38 expression in the mouse hearts. When about
3200 base pairs of p38 3’ UTR was deleted, the deletion of miR-143 significantly increased p38
expression in the bladders and small intestines. These data suggest that the targets of miRNA that
are not conserved among mammals may function in living animals in certain situation.
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