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Development of a novel control measure for African trypanosomiasis based on the
blocking of lifecycle progression
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This research project aimed at elucidation of the molecular mechanisms
underlying differentiation from the metacyclic form (MCF) to the bloodstream form (BSF) in
Trypanosoma congolense. Proteomic analyses were performed using in vitro derived MCFs. We analyzed
time-course changes in protein expression of the MCFs under induction of differentiation, as well as

changes in protein expression when differentiation was induced using culture media of different
compositions. Based on the results yielded, we searched for information on the predicted biological
functions of the proteins with altered expression levels. In addition, we have introduced a plasmid
vector for sufficient RNA interference in T. congolense which has been reported recently.
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