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HUS Escherichia albertii

Analysis of virulence genes in Escherichia albertii from HUS cases.

lyoda, Sunao

3,400,000
Escherichia albertii EA EHEC LEE
LEE EHEC pch
pchA-E EA pchB pch pchF EA LEE
EHEC HUS 10 EHEC
Escherichia albertii EA HUS
HUS EA
LEE EHEC EA

EA

Shiga toxin-producing Escherichia albertii (EA%, which we isolated from a

patient with haemolytic uraemic syndrome, harbour LEE, a group of virulence genes required for
intimate adhesion to host cells. As important regulators of LEE expression in enterohemorrhagic E.

coli ( EHEC), we previously identified the pch gene cluster (pchA-E). This study shows that pchB and
a novel pch, pchF, both play important roles in LEE gene expression in EA, with pchF being the most
important regulator of LEE expression in EA.
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