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The Wnt/( -catenin signaling pathway has been shown to be activated in
various types of cancer including colon and liver cancer. In this study, we identified two novel
target genes of this pathway, MOSPD1 (motile sperm domain containing 1) and ODAM (odontogenic,
ameloblast associated), in colorectal and liver cancer, respectively. In addition, we found their
Wnt-dependent enhancers in the 3' -flanking region and 15 kb-upstream region of MOSPD1 and ODAM,
respectively. This study also disclosed that ODAM regulates cell cycle progression and proliferation

of hepatoma cells. Besides, we identified another target gene, VSNL1 (visinin-like 1) using the
near-haploid human cell line HAP1, and showed that VSNL1 plays a crucial role in the anti-apoptotic
property of colorectal cancer cells. Further investigation of the biological role of these molecules
will contribute to the profound understanding of physiological and pathological processes played by
the Wnt signaling pathway.
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