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Identifying functional metabolites that decide cell fates of cancer stem cells
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The project aims to identify functional metabolites that regulate cell fates
in cancer stem cells (CSCs). While non-stem cancer cells relied their survival and proliferation on
nucleotide triphosphates, CSCs were not responsible to those metabolites. Combined with the finding
that cellular nucleotide level were higher in CSCs, those results collectively suggest that CSCs

regulate surrounding cancer cells by providing nucleotides. This could provide new insights on cell
to cell interactions in tumour microenvironment and a potential roles of CSCs in it.
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