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Construction of Breast Cancer Tissue Image Analysis Algorithm Using Deep Machine
Learning System with Artificial Intelligence
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In this study, by performing deep learning with a Convolutional Neural
Network (CNN) using Whole Slide Image (WSI?, ER,PgR,HER2,Ki67 was evaluated. We were evaluated 69.46
% accuracy was obtained for ER, even with this number of cases. This indicates that the HE stained
images can predict ER expression with high sensitivity and specificity. On the other hand, the
accuracy of PgR and Ki67 was lower than that of ER. It was difficult to evaluate HER2 because it is
a cell membrane staining and the algorithm is different from nuclear staining.In conclusion, the
present study shows that some of the markers targeted as subtype determinants can be predicted from
HE staining. For HER2, it was difficult to evaluate because it is a plasma membrane stain and the
algorithm is different from that of nuclear staining such as ER, PgR, and Ki67. In conclusion, the
present study shows that some of the markers targeted as subtype-specific factors can be predicted

from HE staining.
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